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FEH KDIEFERD FORARZIREF I 2BNFICRDET,
View > Model Display > Stereo Pairs

B ChemsD - [Untitled-1*]
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File Edit | View | Structure Calculations Surfaces Online Window Help
NN =] Madel Display 4 Display Mode L (ol e} D E
E View Position 4 n
LR ) , Show Hydrogen Atoms 45 - -
Measurement (R Show Hydrogen Bands » b x  ChemDraw - Livelink 2 x
MOty Taalbars ’ Show Lane Pairs 99 - | ¥ | B Chem/sMILES:
g 2  Model Explorer CtrI+E Shes|Dipeigbomsnt
4 8 Structure Browser Ctrl+Alt+S EEEE AT
5
3 G | ChemDraw Panel € Show Atom Symbols Ctrl=L
7 N
n WT | Cartesian Table 1 | show Serial Numbers Ctrl+9
3
™ 2 | Internal Coordinates Table R Ehoniesiduslarer
T iy ToEm Show Atom Dots N
172
T3 Atom Property Table &4/ Red & Blue
UVAVis Peaks 88 Stereo Pairs
Parameter Tables 4
7 | Perspective
B | output Box &®  Depth Fading
Comments Box
"1 | Model Axes
P Dihedral Chart Yo | view Axes B x
2L Spectrum Viewer
Bra | Background Color ... >
Dema 4 Background Effects 4
B Full Screen Fi1 Color By LS
V| status Bar
< > | B output| Bl Comments
Show model in stereo pairs mode CAP| NUM| SCRL|
& Chem3D - [Untitled-17] - O X
: File Edit View Structure Calculations Surfaces Online  Window  Help
OEE BB v o [ &N B T e FL T C LSBT E
RO DT BN A @ | b -5 o e wE M e = b
4 @ Untitled-1 p X  ChemDraw - Livelink 7 x
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Output nox
Qutput Comments
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5.4. DFEEOEMN (ZEREORER)
MM2 THIRIEIEIS I 38R (IRILF—&/IME) ZITVET,

Calculations > MM2 > Minimize Energy

Run MM2 Job ...
Compute Properties ...
CONFLEX Interface
GAMESS Interface

Gaussian Interface

Set up MM2 Atom Types and Charges

Minimize Energy ...
Malecular Dynamics ...

Compute Properties ...
Mopac Interface
Show Used Parameters

AutoDock Interface

Qutput
Cannot create bond between: 1002-636

q

The number of atoms in this molecule exceeds the atom synchronization limit, The ChemDraw panel cannot load the molecular structure

@ Chemn3D - [Dynernicin A c3xam*] - m X
: File Edit View Structure | Calculations | Surfaces Online Window Help
D By @ Ba-  -l&foo|f M C 1R B E|E
LRI RN Dihedral Driver Pl | ty- @ -2 - m @ M8 2, EE ] = L
4 @] Dynemicin A.c3xmi™ Extended Huckel » p x  ChemDraw - Live.. ¥ X
MM2 » @G ~ | Gy | Gie Chem)!
MMFF34 »

Perform MM2 minimization

Minimize Energy

Job Type Dynamics Properties General

Job Type: Minimize Energy ~

Setup new Atom Types before Calculation

Setup new Atom Charges before Calculation

Display Every nth Iteration
[ Copy Measurements to Qutput Box
[IMove Only Selected Atoms

Minimum RMS Gradient;|0.0100

Surnmary: | Parameter Guality: All pararmeters used are finalized.
Job Type: Minimize Energy to Minimum RMS Gradient of 0.010
Dizplay Every Iteration
Save Save Az Cancel Run
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